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SEQ ID N0:8 (nucleic acid sequence) 
SEQ ID N0:7 (amino acid sequence) 



-792 CTTAAATACCACAATAG^ -733 

-732 GC3\AAAAAATAGrrCGAG LT^ ^ ^ -673 

-672 TCTATGTGAGGCAGTCACGA^ -613 

-612 .GCITTCAAAAGCTTTGTCG -553 

-552 GGGATC^CAAAAGTAO^CTCA^ -493 

-492 QQAAATQATCGAT0GATTTX3AGAAGATTC -433 

-432 AGGTATTTATQGACCGATTC^ -373 

-372 AGATTTCGATGAAAAAAGCXaAATTTIAT^ -313 

-312 GTTGATITGTXriXSAGQCT -253 

-252 ACCAATCCTATAATAGAAAACAGAC^^ -193 

-192 TCTCCAGATGAAAGGCTCG^ -133 

-132 AITITCGAAATTTCCACGAACITCrAAAA -73 

-72 TTTCCATATAGCAAGCA^ -13 

- 12 CATTTGATACCAATGGTC^AAGGI^ 4 8 
1 MetValLysGlyAsnVallleValValSerAsriArglleProValThr 16 

49 ATTAAGAAGACTGAAGAIX3ATGAAAATGGAA 108 

17 IleLysLysThrGluAspAspGluAsn^ 36 

109 GGCGGATTAGTGACGGCATTACAAGGG 168 

37 GlyGlyLeuValThrAlaLeuGl^ 56 

169 GGGATGTCTGTTGAXAG 228 

5 7 GlyMetSerValAspSerGluGlnGlyArgGlnThrValGluArgAspLei^ 7 6 

229 TTCAATIGTIATCCGATATGG^ 288 
77 PheAsnCysTyrProI leTrpLeiiSerAspGluIl eAl aAspLeuHi sTyrAsnGly Phe 96 

289 AGCAATTCTATACTITGGCCATTCT 348 
97 SerAsnSer I leLeuTrpProLeuPheHi sTyrHi sProGlyGluMe tAsnPheAspGlu 116 

349 ATTCCTIGGGCCGCTTATr^^ . 408 

117 IleAlaTrpAlaAlaTyrl^uGluAlaAs 136 

409 ATAAAAGACGGQGACGTITATCTG 468 
137 1 1 eLy sAspGlyAspVal I leTrpValHi s AspTyrHi s LeuMetLeuLeuProSerLeu 156 

469 CTAAGAGACCAACTTAATAGTAAGGGG 528 

157 I^uArgAspGlnLeuAsnSerLys^^ 176 

529 ACTCCTITTCCTTCAAGOaAAATAT^ 588 

177 ThrProPheProSerSerGluIleiyrA^^ 196 

589 GG^JTCCTTAGITGTGATTTG^ 648 
197 GlyValLeuSerCysAspLeuI leGlyPheRi sThrTyrAspTyrValArgHis PheLeu 216 

649 AGTTCGGTTGAAAGAATATTGAAAT^ 708 

2 17 SerSerValGluArgllel^uLysI^uAr^ 236 
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709 AGACAGGTGACTGTAAG^ 768 

237 ArgGlnValThrValSerAlaTyrProIleGl^ 256 

769 CTTAAGACTGAT^ 828 

257 I^uLysThrAspGluValLysSerA^ 276 

829 TGTAAACTTATTATIX3QGGTGGACAGG 888 
277 CysLysLeuIlel leGlyValAspArgl^uAspTyxIleLysGlyValProGlriLysLeu 296 

889 C?&X KrrLX2 W 948 
297 Hi sAlaPheGluI lePheLeuGliiArgHi sProGluTrpIleGlyLysValValLeuI le 3 16 

949 OU3GTGGCTGTCCCCTC^CGAGGGG^ 1008 

317 GlnValAlaValProSerArg^lyAspValGluGluiyrGlnSerl^ 336 

1009 AATGAGCTAGTIX3GGAAGAATCAATG 1068 

337 AsnGluLeuValGlyArglleAsnGlyArgPheG^ 356 

1069 TTCCTTCATAAAAGCGTG&ACT 1128 

357 PheLeuHisLysSerValAsnPheGlnGluI^ 376 

1129 TGTIGTAGTGriOmDGACACGG^ 1188 

377 CysValV^lSerSerThrArgAspGlyMeti^ 3 96 

1189 CAACAAGATCGAAAGGGATCTTCTAGTACT 1248 

397 Gli^lnAspArgLysGlySerLeuV^ 416 

1249 AAIX3GCGCTCTQGTAGTGJUVTC 1308 

417 AsnGlyAlaLeuValValAsnPro 436 

1309 GGCTTT^TCATGAGrraA^ 1368 

.437 GlyLeuIleMet^erGluGliiLyBArgArgGlyAsnPheGliiLys 456 

1369 GfcG3\AATATACTGC^^ 1428 

457 GluLysTyrThrAlaSerTyrTrpGlyGl^ 476 

1429 TTACTXJIXSGTTTGCAGGTTAAT^ 1488 

1489 ATACATGTTATACATCAATAGGAT^ 1548 

1549 TCTAAAAATIXjAACGATAACAATATAT^ 1608 

1609 GGGCGTAATATATTTGGTITCCTGAATCZAT^ 1668 

1669 TCGCaGCO^TCACAGAGAA^ 1728 

1729 ATCGGGGAAATGCAAGGATACAGGTTG^ 1788. 

1789 AGAATATTOGTGAGXSGAAGAGG^ 1848 

1849 GATCTXSGAGTCIX^^ 1903 
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